Bactopia v4: Adapting to Nextflow’s Future with Enhanced Efficiency and Compatibility

Robert A. Petit IlI'?, Chayse Rowley’, Taylor Fearing’, Jim Mildenberger’, Rob Christensen’, Timothy D. Read??, Joseph M. Reed' @ CC‘ iSBT?JJ‘”
/ . Pathogen
1. Wyoming Public Health Laboratory, Wyoming Department of Health, Cheyenne, Wyoming, USA EMORY [ nt Outbreak Contror.
- - - : : WYOMING
2. Center of Applied Pathogen Epidemiology and Outbreak Response, Georgia PGCoE, Atlanta, Georgia, USA PUBLIC HEALTH UNLVERSITY @ OPEN SCIENCE PROGRAM
3. Division of Infectious Diseases, Department of Medicine, Emory University School of Medicine, Atlanta, Georgia, USA LABORATORY MEDICINE

Bactopia Highlights

Flexible Data Input
Supports short reads, long
reads, and assembled genomes,

including those from NCBI

Modular Framework
A flexible system designed for

diverse genomic analysis needs

Extensive Toolset
Integrates over 150 bioinformatic

tools for diverse research needs

Reliable Updates
Continuously maintained and

updated for over 5 years

Global Impact
Trusted by researchers worldwide

with over 1,000,000 downloads

Supporting Open Science
180 contributions advancing
open-source tools and resources

AllTheBacteria Integration
Streamlines analysis of 2,000,000+
assemblies from the ATB project

Flexible Workflow Design
A modular system expanded to
support non-bacterial analysis

Nextflow Future-Ready
Refactored to align with evolving
Nextflow standards
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